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Engineering of the Ligand Binding Domain

Screen Amino Acid Variants
WITH TWIST LIBRARIES
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With Twist Biosciences libraries you can be sure you are screening exactly the diversity

you need. Our libraries match the designed amino acid frequency at each position.
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Rapidly Discover Binding Domains
WITH TWIST BIOPHARMA

CAR engineeringHBHN—EEAUEHZE  ENSmELHE
#&(ligand binding domain) FTEWRER -

BEMEF - A Twist Biopharma EZEEHEXENER -
BRNREAMIZREmENKEESHE -

FEARME Library of Libraries - HF GFEERBETFNE
B scFv M VHH & - o E#ERARE# (licensing) M & 2
(screening) °

TIGIT AFFINITY DISTRIBUTION
40
M vHH RATIO
5 I VHH SHUFFLE
VHH hSHUFFLE

30
25

20

COUNT

15

| IIIII
0 II is In §
0

2 80 100 200 300 400 500 600 700 800 900 1,000 4,000
AFFINITY THRESHOLD (MONOVALENT KD) IN NM

Discover new CAR binding domains with prebuilt scFv and VHH libraries from Twist
Biopharma, proven to contain high affinity binders against relevant therapeutic targets.
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Tools for Engineering the CAR Scaffold
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Twist Genes and Oligo Pools allow you to rapidly prototype different CAR subunits. Twist combinatorial assembly allows you to test the full combinatorial

diversity of candidate CAR subunits in a single library.

All products highlighted are for research use only, and are not intended for use in clinical products or any diagnostic procedures.
These products are subject to certain use restrictions as set forth in Twist’s Early Access Terms and Conditions twistbioscience.com/page/early-
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WRITING THE FUTURE OF BIOLOGICS

Related Products : Twist Variant Libraries
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1. Site Saturation Variant Libraries (SSVL) 1. Precisely Crafted Variant Libraries e
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